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Descriptors: cryptosporidium-parvum, disulfiram, metabolites, immunomodulators, immunosuppression, rats, cryptosporidiosis, chemoprophylaxis, small-intestine, biliarysystem, large-intestine.
Effect of F-2 and T-2 fusariotoxins on experimental Cryptosporidium baileyi infection in chickens.
Bekesi, L., Hornok, S., Szigeti, G., Dobos Kovacs, M., Szell, Z., and Varga, I. Int j parasitol. 27: 12 pp. 1531 -1536 . (Dec 1997 . NAL Call #: QH547.I55
Descriptors: chickens, cryptosporidium-baileyi, cryptosporidiosis, pathogenesis, t-2toxin, zearalenone, oral-administration, dosage, oocysts, immunity, humoral-immunity, liveweight-gain, thymus-gland, bursa-fabricii, weight.
37. Effect of pasteurization on infectivity of Cryptosporidium parvum oocysts in water and milk. Harp, J. A., Fayer, R., Pesch, B. A., and Jackson, G. J. Appl environ microbiol. 62: 8 pp. 2866 -2868 . (Aug 1996 . NAL Call #: 448.3-Ap5
Descriptors: cryptosporidium-parvum, oocysts, pasteurization, water, milk, infectivity, mice, bioassays, disease-control, foodborne-diseases, waterborne-diseases, sterilizing, high-temperature-short-time-pasteurization. Abstract: Cryptosporidium parvum is a major cause of diarrheal disease in humans and has been identified in 78 other species of mammals. The oocyst stage, excreted in feces of infected humans and animals, has been responsible for recent waterborne outbreaks of human cryptosporidiosis. High temperature and long exposure time have been shown to render oocysts (suspended in wafer) noninfectious, but for practical purposes, it is important to know if high-temperature-short-time conditions (71.7 degrees C for 15 s) used in commercial pasteurization are sufficient to destroy infectivity of oocysts. In this study, oocysts were suspended in either water or whole milk and heated to 71.7 degrees C for 15, 10, or 5 s in a laboratory-scale pasteurizer. Pasteurized and nonpasteurized (control) oocysts were then tested for the ability to infect infant mice. No mice (0 of 177) given 10(5) oocysts pasteurized for 15, 10, or 5 s in either water or milk were found to be infected with C. parvum on the basis of histologic examination of the terminal ileum. In contrast, all (80 of 80) control mice given nonpasteurized oocysts were heavily infected.
These data indicate that high-temperature-short-time pasteurization is sufficient to destroy the infectivity of C. parvum oocysts in water and milk.
Effects of an allicin-based product on cryptosporidiosis in neonatal calves.
Olson, E. J., Epperson, W. B., Zeman, D. H., Fayer, R., and Hildreth, M. B. J Am Vet Med Assoc. 212: 7 pp. 987-990. (Apr 1, 1998) . NAL Call #: 41.8-Am3
Descriptors: calves, newborn-animals, cryptosporidiosis, cryptosporidium-parvum, veterinary-products, chemoprophylaxis, oocysts, experimental-infections, diarrhea, feces, liveweight-gain, disease-course, duration.
39. Effects of low temperatures on viability of Cryptosporidium parvum oocytes. Fayer, R. and Nerad, T. Appl environ microbiol. 62: 4 pp. 1431 -1433 . (Apr 1996 . NAL Call #: 448.3-Ap5
Descriptors: cryptosporidium-parvum, oocytes, viability, freezing, thawing, cold-storage, infectivity, bioassays, mice. Abstract: Microcentrifuge tubes containing 8 X 10(6) purified oocysts of Cryptosporidium parvum suspended in 400 microliters of deionized water were stored at 5 degrees C for 168 h or frozen at -10, -15, -20, and -70 degrees C for 1 h to 168 h and then thawed at room temperature (21 degrees C). Fifty microliters containing 10(6) oocysts was administered to each of five to seven neonatal BALB/c mice by gastric intubation. Segments of ileum, cecum, and colon were taken for histology from each mouse 72 or 96 h later. Freeze-thawed oocysts were considered viable and infectious only when developmental-stage C. parvum organisms were found microscopically in the tissue sections. Developmental-stage parasites were not found in tissues from any mice that received oocysts frozen at -70 degrees C for 1, 8, or 24 h. All mice that received oocysts frozen at -20 degrees C for 1, 3, and 5 h had developmental-stage C. parvum; one of 6 mice that received oocysts frozen at -20 degrees C for 8 h had a few developmental-stage parasites; mice that received oocysts frozen at -20 degrees C for 24 and 168 h had no parasites. All mice that received oocysts frozen at -15 degrees C for 8 and 24 h had developmental-stage parasites; mice that received oocysts frozen at -15 degrees for 168 h had no parasites. All mice that received oocysts frozen at -10 degrees C for 8, 24, and 168 h and those that received oocysts stored at 5 degrees C for 168 h had developmental stage parasites. These findings demonstrate for the first time that oocysts of C parvum in water can retain viability and infectivity after freezing and that oocysts survive longer at higher freezing temperatures. The rate of positive tests varied widely (0 to 28%). Higher rates of positivity were associated with the use of monoclonal antibody methods, the use of two or more staining procedures, and testing of stool specimens in addition to those requested by physicians.
Effects of oral lactose and xylose loads on

Field testing of prophylactic measures against Cryptosporidium parvum infection in calves in a California dairy herd.
Harp, J. A., Jardon, P., Atwill, E. R., Zylstra, M., Checel, S., Goff, J. P., and De Simone, C. Am j vet res. 57: 11 pp. 1586 -1588 . (Nov 1996 . NAL Call #: 41.8-Am3A
Descriptors: calves, dairy-herds, cryptosporidium-parvum, cryptosporidiosis, chemoprophylaxis, oral-vaccination, probiotics, lactic-acid-bacteria, diarrhea, oocysts, feces, disease-prevention, field-experimentation, California.
Gaseous disinfection of Cryptosporidium parvum oocysts.
Fayer, R., Graczyk, T. K., Cranfield, M. R., and Trout, J. M. Appl environ microbiol. 62: 10 pp. 3908-3909. (Oct 1996) . NAL Call #: 448.3-Ap5
Descriptors: cryptosporidium-parvum, oocysts, disinfection, ammonia, ethylene-oxide, methyl-bromide, carbon-monoxide, formaldehyde. Abstract: Purified oocysts of Cryptosporidium parvum suspended in approximately 400 microliters of phosphate-buffered saline or deionized water in microcentrifuge tubes were exposed at 21 to 23 degrees C for 24 h to a saturated atmosphere of ammonia, carbon monoxide, ethylene oxide, formaldehyde, or methyl bromide gas. Controls were exposed to air. Oocyts in each tube were then rinsed and resuspended in fresh, deionized water, and 1 million oocysts exposed to each gas were orally administered to each of three to six neonatal BALB/c mice in replicate groups. Histologic sections of ileum, cecum, and colon tissues taken from each mouse 72 h after oral administration of oocysts were examined microscopically to determine if infection had been established. All 15 mice given oocysts exposed to carbon monoxide had numerous developmental stages of cryptosporidium in all three intestinal segments. Of 10 mice given oocysts exposed to formaldehyde, 6 had a few developmental stages of cryptosporidium in the ileum. No mice given oocysts exposed to ammonia, ethylene oxide, or methyl bromide were found to be infected. These findings indicate the efficacy of these low-molecular-weight gases (ammonia, ethylene oxide, and methyl bromide) as potential disinfectants for C. parvum oocysts where soil, rooms, buildings, tools, or instruments might be contaminated. Abstract: Fecal droppings of migratory Canada geese, Branta canadensis, collected from nine sites near the Chesapeake Bay (Maryland), were examined for the presence of Cryptosporidium parvum and Giardia spp. Cryptosporidium sp. oocysts were found in feces at seven of nine sites, and Giardia cysts were found at all nine sites. The oocysts from three sites were infectious for mice and molecularly identified as the zoonotic genotype of Cryptosporidium parvum. Waterfowl can disseminate infectious C. parvum oocysts in the environment.
Glycolytic enzyme activities in Cryptosporidium parvum oocytes.
Entrala, E. and Mascaro, C. FEMS micro biol lett. 151: 1 pp. 51-57. (June 1, 1997). NAL Call #: QR1.F44
Abstract: Oocysts of Cryptosporidium parvum were obtained from an experimentally infected newborn goat. After purification, the oocysts were homogenised and the activities of the glycolytic enzymes measured in the different subcellular fractions. All of the activities of the Embden-Meyerhoff pathway were located in the non-sedimentable, cytoplasmic fraction. Under the conditions used, hexokinase activity was below the limits of detection. The pathway is also characterised by the presence of a pyrophosphatedependent phosphofructokinase and a carbon dioxide-fixing cycle comprising phosphoenolpyruvate carboxylase, malate dehydrogenase and malate dehydrogenase (decarboxylating) activities. The data presented in this paper suggest that the infective stage of this parasite probably relies on substrate-level phosphorylation for energy generation.
53. Gut intraepithelial lymphocytes induce immunity against Cryptosporidium infection through a mechanism involving gamma interferon production. Culshaw, R. J., Bancroft, G. J., and McDonald, V. Infect-immun. Washington, D.C., American Society for Microbiology. Aug 1997. v. 65 (8) p. 3074-3079. NAL Call #: QR1.I57
Abstract: Immunological control of infection with cryptosporidia in mice is dependent on CD4+ T cells and the production of gamma interferon (IFN-gamma), but to date, the mucosal T cells which produce IFN-gamma local to the infection have not been characterized. We previously showed that immunity against the gastric parasite Cryptosporidium muris could be adoptively transferred to adult SCID (severe combined immunodeficiency) mice with small intestinal intraepithelial lymphocytes (IEL) from previously infected immunocompetent mice, but only if the donor CD4+ T cells were intact. The present investigation examined whether IFN-gamma was important in the effector mechanisms mediated by immune IEL in SCID mice. The development of resistance against C. muris infection in SCID mice given immune IEL was prevented by treatment with a hamster anti-mouse IFN-gamma-neutralizing monoclonal antibody, but following cessation of antibody treatment, the mice recovered from infection. In further experiments, an enzyme-linked immunospot (ELISPOT) technique was used to compare frequencies of IFN-gamma-producing cells in activated T-cell populations from C. murisimmune and naive donor mice. Stimulation with concanavalin A or a rat anti-mouse CD3 monoclonal antibody resulted in detection of greater numbers of cells producing IFNgamma from immune than naive EL populations. Small numbers of IEL from C. murisimmune mice, but not from naive mice, also produced IEN-gamma when cultured with soluble oocyst antigen, but this occurred only if gamma-irradiated spleen cells were cocultured with the immune IEL. These results suggested that IEL were important in the generation of immunity to Cryptosporidium and that one of their crucial functions. was to produce IFN-gamma at the site of infection. Descriptors: polymerase-chain-reaction. Abstract: A method to detect viable Cryptosporidium parvum oocysts was developed. Polyclonal immunoglobulin G against C. parvum oocyst and sporozoite surface antigens was purified from rabbit immune serum, biotinylated, and bound to streptoavidin-coated magnetic particles. C. parvum oocysts were captured by a specific antigen-antibody reaction and magnetic separation. The oocysts were then induced to excyst, and DNA was extracted by heating at 95 degrees C for 10 min. A 452-bp fragment of C. parvum DNA was amplified by using a pair of C. parvum-specific primers in PCR. The method detected as few as 10 oocysts in purified preparations and from 30 to 100 oocysts inoculated in fecal samples. The immunomagnetic capture PCR (IC-PCR) product was identified and characterized by a nested PCR that amplified a 210-hp fragment, followed by restriction endonuclease digestion of the IC-PCR and nested-PCR products at the styI site and a nonradioactive hybridization using an internal oligonucleotide probe labeled with biotin. PCR specificity was also tested, by using DNAs from other organisms as templates. In the control experiments, inactivated oocysts were undetectable, indicating the ability of this method to differentiate between viable and nonviable oocysts. Thus, this system can be used to specifically detect viable C. parvum oocysts in environmental samples with great sensitivity, providing an efficient way to monitor the environment for C. parvum contamination. Descriptors: goats, kids, cryptosporidiosis, incidence, kid-feeding, symptoms, suckling, milk-substitutes, artificial-rearing, feces, oocysts, morbidity, mortality, hygiene, isolation, aseptic-state, disease-prevention, Spain.
Identification and cloning of a developmentally regulated
Intestinal cryptosporidiosis in pigeons (Columba livia).
Rodriguez, F., Oros, J., Rodriguez, J. L., Gonzalez, J., Castro, P., and Fernandez, A. Avian dis. 41: 3 pp. 748-750. (July/Sept 1997). NAL Call #: 41.8-Av5
Descriptors: pigeons, cryptosporidium, cryptosporidiosis, outbreaks, diarrhea, weightlosses, symptoms, histopathology, case-reports, Canary islands. Abstract: An intestinal disease in pigeons (Columba livia) from the Canary Islands characterized by diarrhea and body weight loss is described. Intestinal cryptosporidiosis was identified in three young pigeons. Cryptosporidia were associated with hyperplasia of the intestinal crypts and moderate inflammatory infiltration in lamina propria. This is the first report of cryptosporidiosis in pigeons. Descriptors: hens, chickens, vaccination, eimeria-maxima, glycoproteins, protectiveantigens, gametocytes, maternal-immunity, chicks, antibodies, maternal-transmission, literature-reviews, oocysts, secretion, feces, passive-immunization, cryptosporidium, plasmodium, transmission-blocking-maternal-antibodies. Abstract: Direct microscopy is widely used for the diagnosis of parasitic infections although it often requires an experienced microscopist for accurate diagnosis, is labour intensive and not very sensitive. In order to overcome some of these shortcomings, molecular or nucleic acid-based diagnostic methods for parasitic infections have been developed over the past 12 years. The parasites which have been studied with these techniques include the human Plasmodia, Leishmania, the trypanosomes, Toxoplasma gondii, Entamoeba histolytica, Giardia, Trichomonas vaginalis, Cryptosporidium parvum, Taenia, Echinococcus, Brugia malayi, Wuchereria bancrofti, Loa loa and Onchocerca volvulus. Early methods, which involved hybridisation of specific probes (radiolabelled and non-radiolabelled) to target deoxyribonucleic acid (DNA), have been replaced by more sensitive polymerase chain reaction (PCR)-based aaaays. Other methods, such as PCR-hybridisation assays, PCR-restriction fragment length polymorphism (PCR-RFLP) assays and random amplified polymorphic DNA (RAPD) analysis have also proved valuable for epidemiological studies of parasites. The general principles and development of DNA-based methods for diagnosis and epidemiological studies will be described, with particular reference to malaria. These methods will probably not replace current methods for routine diagnosis of parasitic infections in developing countries where parasitic diseases are endemic, due to high costs. However, they will be extremely useful for
Localization of alpha/beta and gamma/delta T lymphocytes in
Parameters affecting polymerase chain reaction detection of waterborne Cryptosporidium parvum oocysts.
Sluter, S. D., Tzipori, S., and Widmer, G. Appl microbiol biotechnol. 48: 3 pp. 325-330. (Sept 1997) . NAL Call #: QR1.E9
Abstract: Cryptosporidium parvum is an enteric protozoan parasite of medical and veterinary importance. Dissemination of environmentally resistant oocysts in surface water plays an important role in the epidemiology of cryptosporidiosis. Although the polymerase chain reaction (PCR) is a well-established technique and is widely used for detecting microorganisms, it is not routinely applied for monitoring waterborne C. parvum. In order to facilitate the application of PCR to the detection of waterborne C. parvum oocysts, a comparison of published PCR protocols was undertaken and different sample-preparation methods tested. The sensitivity of a one-step PCR method, consisting of 40 temperature cycles, was 10 purified oocysts or fewer than 100 oocysts spiked in raw lake water. The detection limit of two primer pairs, one targeting the ribosomal small subunit and another specific for a C. parvum sequence of unknown function, was approximately ten-fold lower than achieved with a primer pair targeting an oocyst shell protein gene. Three cycles of freezing/thawing were sufficient to expose oocyst DNA and resulted in higher sensitivity than proteinase K digestion, sonication or electroporation. Inhibition of PCR by surface water from different local sources was entirely associated with the soluble fraction of lake water. Membrane filtration was evaluated in bench-scale experiments as a means of removing lake water inhibitors and improving the detection limit of PCR. Using gel and membrane filtration, the molecular size of inhibitory solutes from lake water was estimated to less than 27 kDa.
Pattern of Cryptosporidium parvum oocyst excretion by experimentally infected dogs.
Lloyd, S. and Smith, J.
Int j parasitol. 27: 7 pp. 799-801. (July 1997). NAL Call #: QH547.I55
Descriptors: dogs, cryptosporidium-parvum, cryptosporidiosis, oocysts, excretion, feces, experimental-infections, detection, staining, tests. Abstract: Six 6-week-old Beagle dogs were fed Cryptosporidium parvum oocysts of calf origin. All 6 dogs shed oocysts in faeces. Greater numbers of oocysts were detected with a Weber concentration technique (formalin-ethyl acetate extraction and NaCl centrifugal flotation) stained with either fluorescent antibody or modified Ziehl-Neelsen than with other formalin-ether or -ethyl acetate extraction methods. Oocyst numbers g-1 of faeces rose from days 3 to 5 to a first and highest peak lasting to days 7-9, and 5 of the 6 dogs passed oocysts for at least 80 days. However, the numbers of oocysts detected in the dogs' faeces were low, only 16.1% of the samples in the first month after infection and 2.5% thereafter contained greater than or equal to 10 000 oocysts g-1 of faeces. Oocyst production was cyclical, with 19.3% of samples negative in the first month after infection and 42.5% thereafter.
81.
The potential for Cryptosporidium parvum oocyst survival in beverages associated with contaminated tap water. Friedman, D. E., Patten, K. A., Rose, J. B., and Barney, M. C. J food saf. 17: 2 pp. 125-132. (Sept 1997) . NAL Call #: TP373.5.J62
Descriptors: cryptosporidium-parvum, oocysts, viability, survival, alcoholic-beverages, beverages, tap-water, microbial-contamination, morphology, nonalcoholic-beverages, carbonated-beverages, noncarbonated-beverages. Abstract: Cryptosporidium parvum is an enteric coccidian protozoan which produces an environmentally stable oocyst that is excreted in the feces of infected individuals. There have been ten documented waterborne outbreaks in North America. If food or beverages were prepared from contaminated water, that food or beverage would also be a hazard. The objective of this study was to evaluate the survival of Cryptosporidium parvum in beverages. Viability of oocysts as determined by morphology decreased over 24 h exposure in carbonated beverages. Uptake of vital dyes indicated a loss of > 85% of oocyst viability in beer or cola stored at 4C. Loss of viability in tap water, orange juice or infant formula was less than or equal to 35%. It is likely that the low ph of the carbonated beverages was involved in the loss of oocyst viability and premature excystation of the sporozoites. Abstract: Oysters were placed in an aquarium containing artificial seawater, and Cryptosporidium parvum oocysts were added. Oocysts were later found in the gill washings, hemocytes, and gut contents of the oysters. Hemocytes containing oocysts were intubated into four mice. C. parvum stages developed in the ileal epithelia of all of the mice, indicating that the oocysts in the hemocytes remained infective.
83. Presence of Cryptosporidium oocysts in fresh vegetables. Monge, R. and Chinchilla, M. J food prot. 59: 2 pp. 202-203. (Feb 1996 Descriptors: cryptosporidium-parvum, incidence, dna-probes, literature-reviews, detection, polymerase-chain-reaction, foodborne-diseases, food-contamination, diseasecontrol, oocysts. Abstract: The role of Cryptosporidium parvum as a foodborne pathogen has not been well documented. Epidemiological features of this parasitic protozoon lead to the assumption that the incidence of cryptosporidiosis due to contaminated food is underestimated. The high prevalence of C. parvum among dairy herds has increased the spread of oocysts in the farm environment, and their potential presence in raw milk and other raw foods. In October 1993, the first well-documented foodborne outbreak was reported in Maine, USA, and was caused by contaminated hand-pressed apple cider. Although various cases of cryptosporidiosis among humans have pointed to raw milk and other raw foods as possible sources of infection, a conclusive demonstration of foodborne cryptosporidiosis has rarely been established. The limited numbers of oocysts in the suspected samples and the lack of sensitive detection methods adapted for oocyst detection in food contribute to this under-reporting. This review paper discusses various aspects of Cryptosporidium spp. and cryptosporidiosis, including the routes of transmission, the control of oocysts in food, and the available detection methods. The polymerase chain reaction (PCR) combined with DNA probe hybridization is a promising detection method. Recent knowledge on the molecular biology of the parasite for the positive Giardia infections. Most of the water samples contained a low number of cysts, and 12 Giardia isolates were successfully recovered from gerbils and cultured. Biotyping of these isolates by isoenzyme analysis and karyotyping by pulsed-field gel electrophoresis separated the isolates into the same three discrete groups. Karyotyping revealed four or five chromosomal bands ranging in size from 0.9 to 2 Mb, and four of the isolates had the same banding pattern as that of the WB strain. Analysis of the. nucleotide sequences of the 16S DNA coding for rRNA divided the isolates into two distinct groups corresponding to the Polish and Belgian designations found by other investigators. The occurrence of these biotypes and karyotypes appeared to be random and was not related to geographic or other factors (e.g., different types were found in both drinking water and sewage from the same community). Biotyping and karyotyping showed that isolates from this study were genetically and biochemically similar to those found elsewhere, including well-described human source strains such as WB. We conclude that potentially human-infective Giardia cysts are commonly found in raw surface waters and sewage in Canada, although cyst viability is frequently low. Cryptosporidium oocysts are less common in Canada. An action level of three to five Giardia cysts per 100 liters in treated drinking water is proposed on the basis of the monitoring data from outbreak situations. This action level is lower than that proposed by Haas and Rose for Cryptosporidium spp. ( 10 to 30 oocysts per 100 liters). Abstract: Asian freshwater clams, Corbicula fluminea, exposed for 24 h to 38 liters of water contaminated with infectious Cryptosporidium parvum oocysts (1.00 x 10(6) oocysts/liter; approximately 1.9 x 10(5) oocysts/clam) were examined (hemolymph, gills, gastrointestinal [GI] tract, and feces) on days 1, 2, 3, 7, and 14 postexposure (PE). No oocysts were detected in the water 24 h after the contamination event. The percentage of oocyst-containing clams varied from 20 to 100%, depending on the type of tissue examined and the technique used --acid-fast stain (AFS) or immunofluorescent antibody (IFA). The oocysts were found in clam tissues and feces on days 1 through 14 PE; the oocysts extracted from the tissues on day 7 PE were infectious for neonatal BALB/c mice. Overall, the highest number of positive samples was obtained when gills and GI tracts were processed with IFA (prevalence, 97.5%). A comparison of the relative oocyst numbers indicated that overall, 58.3% of the oocysts were found in clam tissues and 41.7% were found in feces when IFA was used; when AFS was used, the values were 51.9 and 48.1%, respectively. Clam-released oocysts were always surrounded by feces; no free oocysts or oocysts disassociated from fecal matter were observed. The results indicate that these benthic freshwater clams are capable of recovery and sedimentation of waterborne C. parvum oocysts. To optimize the detection of C. parvum oocysts in C. fluminea tissue, it is recommended that gill and GI tract samples be screened with IFA (such as that in the commercially available MERIFLUOR test kit).
Research and reason can minimize foodborne and waterborne illnesses.
Cliver, D. O. and Atwill, E. R. Calif agric. 51: 2 pp. 8-14. (Mar/Apr 1997). NAL Call #: 100-C12Cag
Descriptors: cryptosporidium-parvum, escherichia-coli, drinking-water, beef-cattle, dairy-cattle, foodborne-diseases, waterborne-diseases, food-safety, disease-prevention, disease-transmission, USA.
San Francisco water district targets cattle.
Stephens, T. Calif agric. 51: 2 pp. 7. (Mar/Apr 1997). NAL Call #: 100-C12Cag
Descriptors: cryptosporidium, water-pollution, rangelands, cattle, grazing, landmanagement, legislation, drinking-water, california, san-franciso-public-utilitiescommission.
Sensitive and rapid detection of viable Giardia cysts and Cryptosporidium parvum oocysts in large-volume water samples with wound fiberglass cartridge filters and reverse transcription-PCR.
Kaucner, C. and Stinear, T. Appl environ microbiol. 64: 5 pp. 1743 -1749 . (May 1998 . NAL Call #: 448.3-Ap5
Descriptors: polluted-water. Abstract: We recently described a reverse transcription-PCR (RT-PCR) for detecting low numbers of viable Cryptosporidium parvum oocysts spiked into clarified environmental water concentrates. We have now modified the assay for direct analysis of primary sample concentrates with simultaneous detection of viable C. parvum oocysts, Giardia cysts, and a novel type of internal positive control (IPC). The IPC was designed to assess both efficiency of mRNA isolation and potential RT-PCR inhibition. Sensitivity testing showed that low numbers of organisms, in the range of a single viable cyst and oocyst, could be detected when spiked into 100-microliters packed pellet volumes of concentrates from creek and river water samples. The RT-PCR was compared with an immunofluorescence (IF) assay by analyzing 29 nonspiked environmental water samples. Sample volumes of 20 to 1,500 liters were concentrated with a wound fiberglass cartridge filter. Frequency of detection for viable Giardia cysts increased from 24% by IF microscopy to 69% by RT-PCR. Viable C. parvum oocysts were detected only once by RT-PCR (3%) in contrast to detection of viable Cryptosporidium spp. in four samples by IF microscopy (14%), suggesting that Cryptosporidium species other than C. parvum were present in the water. This combination of the large-volume sampling method with RT-PCR represents a significant advance in terms of protozoan pathogen monitoring and in the wider application of PCR technology to this field of microbiology.
96. The signature 10-hydroxy stearic acid thought to correlate with infectivity in oocytes of Cryptosporidium species is an artifact. Burkhalter, R. S., Smith, C. A., White, D. C., Fayer, R., and White, A. B. Lipids. 33: 8 pp. 829-833. (Aug 1998) . NAL Call #: QP751.L5
